                    Pedigree Generation Utilities
This set of utilities will help you to create an extended pedigree by retrieving the data necessary from the AHCA website. In order to use these utilities, you will need to obtain the Python interpreter from

http://www.python.org

 If you do not already have it. This is free for download. I currently am

using version 2.5. The Windows installer version can be downloaded from:

http://www.python.org/download/releases/2.5.4

You will also need a spreadsheet program, like Microsoft Excel (which is included in the Microsoft Office suite), or OpenOffice, which is available free via download at:

http://www.OpenOffice.org

 It is recommended that Excel users also install the pywin32 extensions available

 at:

 http://sourceforge.net/projects/pywin32/files/pywin32/Build 219/pywin32-219.win32-py2.5.exe/download

In order to install the pedigree generation scripts, simply unzip the file pedigrees.zip in a folder where you wish to create the pedigree files.

 In order to generate a pedigree, you must first retrieve the data with the script, "getanimal.py". The following steps will do this:

1. Make sure that your computer is connected to the internet. 

2. Run the script "getanimal.py" by double clicking on it. 

3. Enter the name of the animal you wish to create a pedigree for, or its   registration number. 

 It is not recommended that you click the "Fast Search" checkbox at this time.

4. Click OK, and the process will start. 

 A progress window will display the registration numbers and names of the animals related to the search. When complete, the animals will be added to a local database file called "masterdb.csv". If the file already exists, the data for the new animal will be added to the file. If an animal's information already exists in the database file, it will not be added again. Over time a database can be built that will allow you to generate a pedigree without having to download new data. 

As the local data base file grows with new searches, you will notice that the same animals may show up in new searches. It then may be desirable to click the "Fast Search" checkbox when starting a search. This will cause the script to stop following a branch of a pedigree for an animal that already exists in the local database. Be aware though, that if ancestors of that animal are not in the database, a hole may appear in the resulting pedigree. If that is the case, you can either repeat the search without the Fast Search option, or get the pedigree for the animal where the hole appears.

 Once you have downloaded the pedigree information, run the script, "gen_pedigree.py" by double clicking on it. Enter the name of the animal in the box provided. This will generate a new comma separated file, <Animal_Name>.csv. You can import this file into your spreadsheet program (Excel or OpenOffice), copy it, and paste it into the appropriate sire/dam page of the pedigree spreadsheet you are using. 

Note that you do not need to be connected to the internet in order to run the gen_pedigree.py script.

 To summarize, you can create a specific pedigree by following the following steps:

1. Run the gen_pedigree.py script.

2. Import the resulting .csv file into your spreadsheet program.

3. Select all and copy the page.

4. Open Empty.xls  (or Empty.ods, if you are using OpenOffice)

5. Select page 2 of the spreadsheet.

6. Select all and paste the page.

7. Select page 1 of the spreadsheet to view the completed pedigree.

A new addition to the utilities is a script named “diversity.py”. Enter an animal's name or registration number at the prompt, and it will produce a .txt file with the number of times an ancestor appears in the pedigree and which generation(s) he/she appears in.
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